3 


■ : 1 1 j 


5 


• :12 'i 




V 1 J 




'. ± ~l 1 


-L . 


' - t . 


1J 


• : 1 5 1 


1 =i 


■ :15 1. 


1? 


•:150 


16 


■:15 1. 


1H 


•-:15 0 


1^ 


■.15 i. 


1' 1 


•:15 0 


2 2 


■:151 


2 4 


■-:15 0 


25 


-15 : 


2 7 


-.'.150 


2 6 


■ : 1 5 1 


3 0 


<15o 


3 1 


■;15 1 


3 3 


•:150 


3 4 


•:151 


3 0 


■'15 0 


3 7 


-.15 : 


3 ■? 


:15 0 


4 '. 


■'151 


4 2 


■:15 0 


■; 3 


■:151 




■:150 


4 6 


■:151 


4 8 


■:150 


4 '* 


•:151 




■:150 


C ) 


<151 


r 4 


■:150 




<151 


.5 7 


■:150 


5 8 


-.151 


60 


-150 


6 1 


•:151 


6 4 


■■:16 0 


6 6 


-:l 7 0. 


6H 


-210 


6 0 


•'211: 


7 U 


•:212: 


"1 




^3 


•:220. 


74 
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n 



APPLICANT : Yu et dl . 

TITLE OF INVENTION: Neutrokine - a lpha and Neutrok ine - a 1 pha Splice Variants 
FILE REFERENCE: PF343P3 

CURRENT APPLICATION NUMBER: 09/507,9688 
CURRENT FILING [ATE: 200) -02 -22 
PF I -OP 
PR I OP 



PRIv 

pri-: 
ppi-: 
pfi-: 
pfi=: 
pfi=: 

PFK 

pfi«; 
PFi-: 
pfi-; 
pfi-: 
pr i:: 

PFK 



PFIOF 
PFI -TP 

PFIOP 

PRIOR 
PFIOF 
PFIOF 
PFIOF 
PFIOF 
PFIOP 



PRIO'P 



PFIOP 



APPLI 0ATION 


NUMBER 


6 J/12 2 


388 


FILING E'AT E 


1 9 ( < 9 - 


03 -■"»:■ 




APPLICAI I 'ON 


NUMBER 


: 6o/124 


097 


FILING DATE 


1 9 9 °i - 


'j 3 - I J 




APPLICAT IO'N 


NUMREP 


. 6:"'/126 


599 


FILING LA I E 


1 9 9 9- 


0 3-2 6 




APPLICAT ION 


NUMBEP 


60/12 7 


598 


FILING ['A IE 


19 9 9- 


0 4 -02 




APPLICAI I ON 


NUMBER 


: 6.'/13 0 


412 


FILING LATE 


19 9 9 - 


0 4 - 1> 




APPLICATION 


NUMBEF 


: 6.1/13 0 


696 


FILING LATE 


1 9 9 9 - 


■"14 - 2 3 




APPLICAI I-0N 


NUMREP 


60/131,278 


FILING LA I E 


19 9 9 - 


04 -2 7 




APPLICATION 


NUMBEF 


0 1/255 


794 


FILING DATE 


19 9 9- 


0 2-23 




APPLICATION 


NUMBEF 


60/13.1 


6^3 


FILING DATE 


1 9 c < 9 - 


i"' 4 - 2 " 




APPLICAI ION 


NUMREP 


6 0/13 6 


784 


FILING DA IE 


1999 - 


U 5 -2b 




APPLICATION 


NUMBEF 


6 0/14 2 


659 


FILING E'AI E 


19 99 - 


J " - 0 6 




APPLICATION 


NUMBEF 


60/14 5 


824 


FILING C'ATE 


1999 - 


j" 7 -2 7 




APPLICAT IO'N 


NUMBER 


6 0/16 7 


239 


FILING E'A I E 


19 9 9 - 


11-24 




APPLICAI IO'N 


NUMBER 


. 60/168,624 


FILING DATE 


19 9 9 - 


1 2 - 0 3 




APPLICATION 


NUMBER 


60/171, 108 


FILING DATE 


1999 - 


12- 16 




APPLICATION 


NUMBER 


6 0/171, 


626 


FILING DATE 


19 9 9 - 


12-23 




APPLICATION 


NUMBER 


. 60/17 6,015 


FILING DATE 


2 0 0 0 - 


"il-14 





NUM3ER OF SEQ ID NOS : 38 
SOFTWARE: Patentln Ver . I 
SEQ ID NO: 1 
LENGTH: 1100 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 
NAME/KEY: CDS 



. 1 



ENT&BED 
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Input Set : A:\09507968 SEQ LIST.txt 
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78 
8 0 
8 2 

8 s 
84 
8^ 
8" 
Si 

Q i i 

9 1. 

U J 

( < 4 

9 5 

9 6 
98 
9'.-* 

1M I) 

10 2 

1U 

1 1' 4 
10 b 

1 0 7 
108 

1 1 0 
II I 

1:2 

114 

11 5 
110 
11* 
1H 

12 0 
122 

123 

124 

126 
127 
128 
1 3 0 
1 3 0 
132 
134 

13 5 
1 3 h 
138 
1 3 ^ 

14 0 



<222> LOCATION: ( 1 4 7 
<40C> SEQUENCE: 1 
aaattcagga taactctco 
atcaaraaa: acagataa: 
■::aa::ttca aagttcaag 



;-01) 



t:a ctt act tct 

Ser Arg Leu Thr Ser 

1.0 

gag tgt gtt tec ate 
GL.u Cys Val Ser He 
3 0 

tec aaa gac gga aag 
Ser Lys Asp Gly Lys 
45 

tct tg? tge etc acg 
Ser Cys Cys Leu Thr 
60 

ggg gac etg gec 
Gly Asp Leu Ala 
75 

aag etg eea gca 
Lys Leu Pro Ala 
90 

eca get gtc acc 
Pro Ala Va 1 Thr 



gaa gge 
G 1 u Gly 

eca gaa 
Pro Glu 

gaa aca 
Glu Thr 
155 
etc age 
Leu Ser 
170 

ttg gtc 
Leu Val 



aae 
Asn 

gaa 
G 1 u 
140 
eea 
Pro 



Ser 
125 
aca 
Thr 

act 
Thr 



1 1 1 aaa 
Phe Lys 

aaa gaa 
Lys Glu 



act gat aag acc 
Thr Asp Lys Thr 
205 

cat gtc ttt ggg 
His Val Phe Gly 
220 



age 
Ser 

gga 
Gly 

gcg 
Ala 
110 
agt 
Ser 

gtc 
Val 

ata 
He 

agg 
Arg 

act 
Thr 
190 
tac 
Tyr 

gat 
Asp 



t gaggggtgag 
a ggaaatgatc 
t agtgat atg 
Met 
1 

tge ctt aag 
Cys Leu Lys 
15 

etc eea egg 
Leu Pro Arg 

etg etg get 
Leu Leu Ala 

gtg gtg tct 
Val Val Ser 
65 

gg gca 
Leu Arg Ala 
80 
gga 



c etc 



gca 
Ala 
9 5 
■3 3 a 
■31y 



gec 
Gly Ala 

etg aaa 
Leu Lvs 



cag aac age 
Gin Asn Ser 

act caa gac 
Thr Gin Asp 
145 

caa aaa gga 

Gin Lys Gly 
160 

gga agt gec 
Gly Ser Ala 
175 

ggt tac ttt 
Gly Tyr Phe 

gec atg gga 
Ala Met Gly 

gaa ttg agt 
Glu Leu Ser 
2 2 5 



ccaag 
cattcee 
gat gar 
Asp Asp 

aaa aga 
Lys Arg 

aag gaa 
Lys Glu 
35 

gca acc 
Ala Thr 
50 

ttc tac 
Phe Tyr 

gag etg 
Glu Leu 

ccc aag 
Pro Lys 

ate ttt 
He Phe 
115 
aga aat 
Arg Asn 
130 

tge ttg 
Cys Leu 

tct tac 
Ser Tyr 

eta gaa 
Leu Glu 

ttt ata 

Phe He 
195 

cat eta 

His Leu 
210 

etg gtg 

Leu Val 



etg ccatgtagtg c 
tgt ggtcaettat t 
tec aca ga a agg 
Ser Thr Glu Arg 
5 

gaa gaa atg aaa 
Glu Glu Met Lys 
2 0 

age ccc tct gtc 
Ser Pro Ser Val 

ttg etg etg gca 
Leu Leu Leu Ala 
55 

cag gtg gec gee 
Gin Val Ala Ala 
7 0 

cag ggc eae eac 
Gin GLy His His 
85 

gec ggc rtg gag 
Ala Gly Leu Glu 
100 

gaa eca :ca get 
Glu Pro Pro Ala 



a rgca gga:: 
c taaa ggee 
gag ?ag 
Glu Hn 



ct g 
Lea 

ega 
Arg 
4 0 
etg 
Leu 



aag 
Lys 
25 
t r-c 
Ser 

etg 
Leu 



aag egt gee 
Lys Arg Ala 



caa 
Gin 

aca 
Thr 

gaa 
Glu 
180 
tat 
Tvr 



etg 
Leu 

ttt 
Phe 
165 
aaa 
Lys 



att 
He 
150 
gtt 
Val 

gag 
Glu 



ggt cag 
Glv Gin 



gtt 
Val 
1 3 5 
gca 
Ala 

eca 
Pro 

aat 
Asn 

gtt 
Val 



att cag agg aag 
He Gin Arg Lys 
215 

act ttg ttt cga 
Thr Leu Phe Arg 
23 0 



etg caa 
Leu Gin 

gcg gag 
Ala Glu 

gaa get 
Glu Ala 
105 
eea gga 
Pro Gly 
120 

cag ggt 
Gm Gly 

gac agt 
Asp Ser 

tgg ctt 
Trp Leu 

aaa ata 

Lys He 
185 

tta tat 

Leu Tyr 
2 00 

aag gtc 

Lys Val 

tgt att 
Cys He 



60 

120 

H3 



221 



2>.9 



317 



3h5 



413 



461 



50 9 



557 



t»05 



653 



701 



749 



797 



845 
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142 :aa aat atg cct gaa aca eta ccc aat aat tec tgc tat tea get :jgc 893 
14.4 lin Asn Met Pro Glu Thr Leu Pro Asn Asn Ser Cys Tyr Ser Ala 31y 
144 235 240 245 

146 itt 'jca aaa etg gaa gaa gga gat jaa rtc caa ctt gca ata cea aga 941 

14" lie Ala Lys Leu Glu Glu Gly Asp Glu Leu ]In Leu Ala lie Pro Arg 

14 h 2 50 255 260 265 

15-i g.ia aat gca caa ata tea etg gat gga gat gte aca ttt ttt ggt g:a 989 

15 1 11 u Asn Ala Glm He Ser Leu Asp Gly Asp Val Thr Phe Phe Gly Ala 
15J 270 275 28 0 

154 r o.g aaa etg :tg tgacctactt acaccatgt: tgtagctatt ttcctccctt 1041 
15"' Leu Lys Leu Leu 

1 5 6 2 6 5 

156 t ■TtcT.gtacc tctaagaaga aagaatetaa ctgaaaatac eaaaaaaaaa aaaaaaaaa 1100 

16 1 -:2l0> SEQ ID NO: 2 

162 :ill> LENGTH: 285 

163 :212> TYPE: PRT 

164 :213:- ORGANISM Homo sapiens 

166 :400:- SEQUENCE: 2 

16 7 Met Asp Asp Ser Thr Glu Arg Glu Gin Ser Arg Leu Thr Ser Cys Leu 
1*5*1 5 10 15 

l 7 ('i Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val Ser He Leu Pro 
171 20 25 30 

17 3 Arg Lys Glu Ser Pro Ser Val Arg Ser Ser Lys Asp Gly Lys Leu Leu 
1' 7 4 3 5 40 45 

1 7 6 Ala Ala Thr Leu Leu Leu Ala Leu Leu Ser Cys Cys Leu Thr Val Val 

177 50 55 60 

l* 7 '"-* Ser Phe Tyr Gin Val Ala Ala Leu Gin Gly Asp Leu Ala Ser Leu Arg 
18'"' 65 70 75 80 

182 A... a Glu Leu Gin Gly His His Ala Glu Lys Leu Pro Ala Gly Ala Gly 

183 85 90 95 

18 5 Ala Pro Lys Ala Gly Leu Glu Glu Ala Pro Ala Val Thr Ala Gly Leu 
186 100 105 110 

188 Lys He Phe Glu Pro Pro Ala Pro Gly Glu Gly Asn Ser Ser Gin Asn 

189 115 120 125 

191 Ser Arg Asn Lys Arg Ala Val Gin Gly Pro Glu Glu Thr Val Thr Gin 

192 130 135 140 

194 Asp Cys Leu Gin Leu He Ala Asp Ser Glu Thr Pro Thr He Gin Lys 

195 145 150 155 160 

197 Gly Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe Lys Arg Gly Ser 

198 ^ 165 170 * 175 

200 Ala Leu Glu Glu Lys Glu Asn Lys lie Leu Val Lys Glu Thr Gly Tyr 

201 180 185 190 

203 Phe Phe He Tyr Gly Gin Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met 

204 195 200 205 

206 Gly His Leu lie Gin Arg Lys Lys Val His Val Phe Gly Asp Glu Leu 
20"^ 210 215 220 

2 0 9 Ser Leu Val Thr Leu Phe Arg Cys He Gin Asn Met Pro Glu Thr Leu 
210 225 230 235 240 
212 Pro Asn Asn Ser Cys Tyr Ser Ala Gly He Ala Lys Leu Glu Glu Gly 
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213 245 250 255 

215 Asp Glu Leu Gin Leu Ala lie Pro Arg Glu Asn Ala Gin lie Ser Leu 
2 1^ 2 60 26 5 270 

Jin Asp Gly Asp Val Thr Phe Phe Gly Ala Leu Lys Leu Leu 

21 275 280 285 

22 i ■ ;TJ 1 0 > SEQ ID NO: 3 
224 -;211 > LENGTH: 233 
22 r . T212 > TYPE: PRT 

22^i : 2 i 3 - ORGANISM Homo sapiens 
22H ^400 > SEQUENCE 3 

22^ Met Ser Thr Glu Ser Met lie Arg Asp Val Glu Leu Ala Glu Glu Ala 
23-J 15 10 15 

23 2 Leu Pro Lys Lys Thr Gly Gly Pro Gin Gly Ser Arg Arg Gys Leu Phe 
23 3 20 25 30 

Leu Ser Leu Phe Ser Phe Leu lie Val Ala Gly Ala Thr Thr Leu Phe 

3 5 4 0 4 5 

Gys Leu Leu His Phe Gly Val He Gly Pro Gin Arg Glu Glu Phe Pro 
2 3 h 50 55 60 

L4 1 Arg Asp Leu Ser Leu lie Ser Pro Leu Ala Gin Ala Val Arg Ser Ser 
242 65 70 75 80 

244 Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val Val Ala Asn Pro 

245 85 90 95 

24" Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg Ala Asn Ala Leu 

248 100 105 110 

25'"> Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu Val Val Pro Ser 

25 1 115 120 125 

25 < Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe Lys Gly Gin Gly 

254 130 135 140 

25^-" Cys Pro Ser Thr His Val Leu Leu Thr His Thr He Ser Arg He Ala 
2 r >7 14 5 150 155 160 

25'-* Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala He Lys Ser Pro 
260 165 170 175 

262 Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys Pro Trp Tyr Glu 

263 180 185 190 

265 Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys Gly Asp Arg Leu 

266 195 200 205 

268 Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe Ala Glu Ser Gly 

269 210 215 220 
271 Gin Val Tyr Phe Gly He He Ala Leu 

2^2 225 230 
2 7 5 <210> SEQ ID NO: 4 
2^6 <211> LENGTH: 205 

277 <212> TYPE: PRT 

278 <213> ORGANISM Homo sapiens 

280 <400> SEQUENCE: 4 

281 Met Thr Pro Pro Glu Arg Leu Phe Leu Pro Arg Val Arg Gly Thr Thr 

282 15 10 15 

284 Leu His Leu Leu Leu Leu Gly Leu Leu Leu Val Leu Leu Pro Gly Ala 

285 20 25 30 



file: C: CRF3 Outholcf VsrI507968B.htm 4 13 01 




Page 5 of 7 



RAW SEQUENCE LISTING CAT E : C 4/1 3/2001 

PATENT APPLICATION: US/09/507 , 968B TIME: 13:20:11 



Input Set : A:\09507968 SEQ LIST.txt 
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1'8 7 


Gin 


Gly 


Leu 


Pro 


Gly 


Vai 


Gly 


Leu 


Thr 


Pro 


Ser 


Ala 


Ala 


G 1 n 


Thr 


Ala 


28^ 






35 










4 0 










45 








2-}" 


Ar g 


31n 


His 


Pro 


Ly s 


Met 


His 


Leu 


Ala 


His 


Ser 


Thr 


Le- 


Lys 


Pro 


Ala 


2 r* 1 




50 










55 










6 0 










2 ■> ^ 


Ala 


His 


Leu 


lie 


Gly 


Asp 


Pro 


Ser 


Lys 


Gin 


Asn 


Ser 


Le- 


Leu 


Trp 


Arg 


2-H4 


65 










70 










75 










80 


2 *■"> 


Ala 


Asn 


Thr 


Asp) 


Ar g 


Ala 


Phe 


Leu 


Gin 


Asp 


Gly 


Phe 


Ser 


Leu 


Ser 


Asn 


2 










85 










90 










9 5 




2 - > 


Asn 


Ser 


Leu 


Leu 


Val 


Pro 


Thr 


Ser 


Gly 


lie 


Tyr 


Phe 


Val 


T y r 


Ser 


Gin 


3 ju 








10,' 










105 










110 






3 02 


Val 


Val 


Phe 


Ser 


Gly 


Lys 


Ala 


Tyr 


Ser 


Pro 


Lys 


Ala 


Thr 


Ser 


Ser 


Pro 


3 0 s 






115 










120 










12 5 








3 -"I 5 


Leu 


Tyr 


Leu 


Ala 


His 


Glu 


Val 


Gin 


Leu 


Phe 


Ser 


Ser 


Gin 


Tyr 


Pro 


Phe 


3l)h 




130 










135 










140 










3 0 H 


His 


Val 


Pro 


Leu 


Leu 


Ser 


Ser 


Gin 


Lys 


Met 


Val 


Tyr 


Pro 


Gly 


Leu 


Gin 


3U'"' 


145 










150 










155 










160 


3 1 1 


Glu 


Pro 


Trp 


Leu 


His 


Ser 


Met 


Tyr 


His 


Gly 


Ala 


Ala 


Phe 


Gin 


Leu 


Thr 


3 12 










165 










170 










17 5 




314 


In 


Gly 


Asp 


Gin 


Leu 


Ser 


Thr 


His 


Thr 


Asp 


Gly 


He 


P r it 


His 


Leu 


Val 


3 IS 








18<"> 










185 










190 






31" 7 


Leu 


Ser 


Pro 


Ser 


Thr 


Val 


Phe 


Phe 


Gly 


Ala 


Phe 


Ala 


Leu 








3 1.8 






195 










200 










2 0 5 








3 2 1 


v210 


> SEQ ID 


NO 


5 
























322 


•'211 


^> LENGTH 


: 244 
























3 JU 


•:212 


> TYPE: 


PRT 


























3 24 


■:213 


> ORGANISM 


Hone 


sapiens 



















310 -:400> SEQUENCE 5 
31" Met Gly Ala Leu Gly 
3 2 8 1 5 
3 3C Gly Ser Leu Leu Leu 
3 31 20 
3 33 Leu Leu Ala Val Pro 
334 35 
3 3 6 Gin Asp Gin Gly Gly 
337 50 

3 39 Ala Gin Gin Gly Leu 
340 6 5 

342 Thr Asp Leu Ser Pro 
34 3 8 5 

34 5 Leu Lys Gly Gin Gly 
346 100 

348 Leu Thr Ser Gly Thr 

349 115 

351 Gin Asp Gly Leu Tyr 

352 130 

354 Ala Pro Pro Gly Gly 

355 145 

357 Ser Ser Leu Tyr Arg 

358 165 




Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



Leu Glu Gly Arg 
Ala Val 
lie Thr 



Leu Val 
55 

Gly Phe 
70 

Gly Leu 

Leu Gly 

Gin Phe 

Tyr Leu 
135 
Gly Asp 
150 

Ala Gly 



Ala Gly 
25 

Val Leu 
40 

Thr Glu 



Gin Lys 

Pro Ala 

Trp Glu 
105 
Ser Asp 

120 

Tyr Cys 
Pro Gin 
Glv Ala 



Gly Gly 
10 

Ala Thr 

Ala Val 

Thr Ala 

Leu Pro 
75 

Ala His 

90 

Thr Thr 

Ala Glu 

Leu Val 

Gly Arg 
155 
Tyr Gly 
170 



Arg Leu 

Ser Leu 

Leu Ala 
4 5 

Asp Pro 
60 

Glu Glu 

Leu He 

Lys Glu 

Gly Leu 
125 
Gly Tyr 
140 

Ser Val 

Pro Glv 



Gin Gly Arg 
15 

Val Thr Leu 

30 

Leu Val Pro 

Gly Ala Gin 

Glu Pro Glu 
80 

Gly Ala Pro 
9 5 

Gin Ala Phe 
110 

Ala Leu Pro 

Arg Gly Arg 

Thr Leu Arg 
160 

Thr Pro Glu 
175 
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L 


; •< ♦ 


M 


J ~t i 


W : 


(46) 


1 n " 


o r 


'Xaa M 


used, 


for 


SEQ 


ID* 


7 


L 


4 ^ 


M 


3 4 1 


K: 


C 4 6 ) 


' n " 


or 


'Xaa" 


used , 


for 


SEQ 


I D - 


7 


L 


4 9'1 


M 


341 


W: 


(46) 


' n " 


or 


'Xaa" 


used, 


f ■: r 


SEC 


ID* 


i 


L 


5 0 0 


M 


341 


W 


(40) 


. n .. 


or 


'Xaa" 


used , 


f ■: r 


SEC 


IE'* 


1 


L 


5 0 : 


M 


34 1 


K 


(40) 


' n " 


or 


'Xaa" 


usei, 


f-:r 


SEQ' 


IE'* 


7 


L 


6 h 4 


M 


341 


W 


( 4 0 ) 


' n " 


or 


'Xaa" 


use i , 


f :r 


SEQ 


IE-* 


8 


L 


6 0" 


M 


34 1 


w 


(40) 


' n " 


or 


'Xaa" 


use 


for 


SEQ 


IE-* 


8 


L 


6 o0 


M 


341 


w 


( 4 0 ) 


' n" 


or 


'Xaa" 


use i , 


f :r 


SE0 1 


IE* 


8 


L 


6 


M 


34 1 


w 


(40) 


' n " 


or 


' Xaa " 


use 1 


f :r 


SE-j 


IE* 


8 


L 


6 I 


M 


341 


w 


( 4 0 ) 


' n " 


or 


'Xaa" 


used , 


f :r 


SEC 


IE'* 


8 


L 


6 v 2 


M 


34 1 


w 


( 4 ) 


' n " 


or 


'Xaa" 


used , 


f :r 


SEO 


IE-* 


8 


L 


1 8 < 


M 


341 


w 


(40) 


' n " 


or 


'Xaa" 


used , 


for 


SEQ 


IE-* 


9 


L 


'?S4 


M 


34 1 


w 


(46) 


r n rt 


or 


'Xaa" 


used , 


f :-r 


SEQ 


IE* 


9 


L 


7 A r ; 


M 


341 


w 


(40) 


' n " 


or 


' Xaa " 


used. 


f :.r 


SET 


IE-* 


9 


L 


7 8 6 


M 


34 1 


w 


(40) 


' n " 


or 


'Xaa" 


used , 


for 


SEQ 


ID* 


9 


L 


767 


M 


341 


w 


(46) 


' n" 


or 


'Xaa" 


used , 


f :.r 


SEQ 


ID* 


9 


L 


788 


M 


341 


w 


(46) 


' n " 


or 


'Xaa" 


used/ 


for 


SEQ 


ID* 


9 


L 


7 80 


M 


341 


w 


(46) 


' n" 


or 


'Xaa" 


used , 


for 


SEQ 


ID# 


9 


L 


1382 M: 341 W: 


(46) 


" n ' 


or 


"Xaa 


' used, 


for 


SEQ 


ID* : 35 


L 


1406 M: 341 W: 


(46) 


" n ' 


or 


"Xaa 


' used, 


for 


SEC 


ID# : 36 
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